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Fig. 1 a) Synthetic strategy of catenane by
using coiled coil template. b) Helical wheel of
coiled coil tetramer.
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Fig. 2 Amino acid sequences of designed
polypeptides in this study.
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Fig. 3 CD spectra of KW54 (O), EA54 (@)
and an equimolar mixture of KW54 and
EA54(H).

Table 1 Sedimentation equilibrium data of

KW54 and EA54 system
Meae Mobs (Da)
KW54 6057.38 54261395
EA54 5844.04 523711064
KW54:EA54=1:1 | 11901.42 | 11903557
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