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Fig. 1 Synthesis of catenane via coiled coil
structure.
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Fig. 2 Helical wheel of a—helical coiled coil
dimer.

abcdefg abcdefg abcdefg abcd
EK ( LGALEKK LGALEKK),
SDP— H,- YGG LAALEQE LAALEQE LAALEQE LAAL GG -OH
SDP+ H,- YGG LAALKQK LAALKQK LAALKQK LAAL GG -OH

Fig. 3 Amino acid sequences of designed
polypeptides in this study.
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Fig. 4 CD spectra of the designed

polypeptides ( SDP— only ( O ), SDP+ only
( @ ), and 1:1 mixture of SDP— and SDP+
( ) ) in this study.
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Fig. 5 Results of sedimentation equilibrium
analysis by ultracentrifugation of a) SDP—, b)
SDP+, and c) 1:1 mixture of SDP+ and SDP-.
The samples were centrifuged at 35000 rpm at
20 °C, and the absorbance was monitored at

230 nm.
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