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Table 1 Primers used to amplify fragments of alpha toxin

Primer Sequence (5'—3") Size Location
MIO03 Fragment

MI003 CACCTTAACGGGGGATATAAAAATG 1265bp 150

MI004 TTATTTTATATTATAAGTTGAATTTCCTGA 1335
MIO005 Fragment

MI005 CACCATGAAAAGAAAGATTTGTAA 1201bp 168

MI004 TTATTTTATATTATAAGTTGAATTTCCTGA 1335
MIO06 Fragment

MI006 CACCTGGGATGGAAAAATTGAT 1117bp 252

MI004 TTATTTTATATTATAAGTTGAATTTCCTGA

1335
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Fig. 1 The location of Primers on Clostridium perfringens « - toxin gene.
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Fig. 3 SDS-PAGE gel electrophoresis analysis of recombinant E. coli producing proteins
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Fig. 5 Sequencing result of recombinant £.coli inserted region
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Fig. 6 Assay for Phospholipase C activity of recombinant E.coli producing proteins
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